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nificant lower risk of rectal colonization for ertapenem resistant Escherichia
coli than those who received flomoxef or moxifloxacin. The rate of Pseudo-
monas colonization did not differ between the three study Pseudomonas-
sparing antibiotics, and the colonization rate among all study patients was
16.5%.
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CARBAPENEMASE PRODUCING KLEBSIELLA PNEUMONIAE, AN EMERGING
PROBLEM IN A TERTIARY HEALTHCARE SETTING
C. S. J. Teh 1,*, Y. M. Low 1, C. W. Chong 2, M. Y. Md Yusof 1. 1Department of
Medical Microbiology, Faculty of Medicine, University of Malaya, 50603
Kuala Lumpur; 2Department of Life Sciences, International Medical
University, Bukit Jalil, Malaysia
Purpose: The emergence of Carbapenem-resistant Enterobacteriaceae
(CRE) has giving rise to public health attention as they have now spreaded
to every part of the world. Recently, Malaysia has been alarmed by the
occurrence of Klebsiella pneumoniae isolates carrying NDM-1 and KPC genes,
which also known as high-consequence antibiotic resistance threats. Here,
we described the in-vitro activity of broad-spectrum antibiotics and the
mechanism of resistant used by Carbapenemase-producing K. pneumoniae
strains of different genotype.
Methods: The strains used in the study were previously isolated from pa-
tients admitted to Universiti Malaya Medical Centre (UMMC). The strains
were genotyped using PFGE and Carbapenemase production was confirmed
via modified Hodge Test. Susceptibility of the strains to Aminoglycosides,
Carbapenems, Cephalosporins, Penicilin, Quinolone, Tetracycline, and Poly-
peptides were determined using Kirby Bauer method and the Minimum inhib-
itory concentrations of each antibiotic were confirmed using E-test. The
presences of carbapenemase hydrolyzing genes as well as the genes encod-
ing ESBL were determined.
Results: A total of 17 Carbapenem-resistant K. pneumoniae were subtyped
into 9 pulsotypes. The prevalence of OXA48 among the strains was high
(71%). The OXA48 eproducing strains were subtyped into 5 different pulso-
types where 8 strains shared similar pulsotype. There were 8 KPC-, 2 IMP-
and 1 NDM- positive strains detected. However, the presence of these carba-
penemase hydrolyzing genes was weakly correlated to the genotypes of the
strains. All the strains showed high resistance to the antibiotics tested
except for Tigecycline and Colistin.
Conclusions: The presence of highly diverse clinical isolates with multiple
genetic mechanisms for Carbapenemases production posed a significant
threat that requiring urgent and aggressive action in health care settings.
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MOBILIZATION OF NDM-ISCR1 ELEMENT IN ESCHERICHIA COLI IN A
PATIENT
Juan Li *, Jingxing Lu, Jie Che, Jianguo Xu. State Key Laboratory for
Infectious Disease Prevention and Control, National Institute for
Communicable Disease Control and Prevention, China CDC
Purpose The goal of this work was to report mobilization of NDM-ISCR1 in
two Escherichia coli strains isolated in a patient, and to trigger deep
pondering on NDM-1 horizontal transfer.
Methods Antibiotic susceptibility was tested by Vitek Compact 2 system and
E-test. The genotype was performed by Pulse Field Gel Electrophoresis
(PFGE). Resistance determinants were detected by PCR and sequencing.
Plasmids characters were analyzed by PFGE-S1, Southern hybridization and
sequencing.
Results The two E. coli strains E3 and E4 had similar susceptibility with resis-
tance to ciprofloxacin, cefotaxime aztreonam and sensitivity to amikacin,
colistin sulphate and tigecycline, except E3 resistant to piperacillin/tazo-
bactam, carbapenems while E4 sensitive to them. PFGE, PFGE-S1and south-
ern blot revealed that the two strains had identical PFGE patterns and
plasmid patterns. Although E3 and E4 both harboring a 58kb plasmid, only
the 58kb plasmid in E3 bearing blaNDM-1. Plasmids sequencing revealed
that the 58 kb plasmid was almost identical in the two strains, but E3 carried
an additional NDM-ISCR1element.Conclusions: Two E. coli strains which isolated from a patient were almost
identical, except one of them carrying an additional NDM-ISCR1 element
and resistant to carbapenems. The NDM-ISCR1 element was most likely to
have mediated the NDM-1 transfer between the two E. coli strains in a pa-
tient, providing a vehicle for NDM-1 mobilization.
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SCCMEC TYPING OF MRSA ISOLATES FROM A TERTIARY CARE HOSPITAL IN
INDIA
Madhuri Kulkarni 1,*, Manjula S.R 2, Vineeth Rajan 3, Abhishek Bhandiwad 4.
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JSS medical college, Mysore; 3Dept. of Studies in Microbiology, University of
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Purpose: MRSA is the most common multidrug resistant pathogen in hospi-
tals world over. Clinical implications of community acquired infections are
of increasing concern. CA MRSA is usually associated with SCC mec types 4
and 5 in various studies. Staphylococcal cassette chromosome typing is an
epidemiological tool to distinguish CA MRSA from HA MRSA.
Methods: MRSA was phenotypically detected among clinical isolates of
Staphylococcus aureus at Department of Microbiology JSS hospital, Mysore
over the period of 1yr. 58 isolates with MIC > 4mg/ml were subjected to
multiplex PCR for mecA detection and SCCmec typing.
Results: Of the 58 isolates subjected to SCC mec typing, 45 belonged to type
IV, 5 to type V and 8 could not be typed. Among the type IV isolates probable
source of infection was community acquired as the hospital stay was less
than 2 days; clinical presentation were carbuncle, gluteal abscess, cervical
abscess, necrotizing fasciitis and pneumonia.
Conclusion: CA MRSA infections are more common as compared to HA MRSA
in our hospital and are associated with SCC mec types 4 and 5.
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LINEZOLID-RESISTANT MRSA STRAINS SEQUENTIALLY ISOLATED FROM AN
ELDERLY PATIENT WITH PNEUMONIA DURING PROLONGED THERAPY
WITH LINEZOLID
Shan Zhou, Xiuli Xu, Jiayun Liu, Yueyun Ma, Peihong Yang, Xiaoke Hao.
Department of Clinical Laboratory, Xijing Hospital, Fourth Military Medical
University, Xi’an 710032, China
Purpose: To describe the emergence of linezolid-resistant methicillin-resis-
tant Staphylococcus aureus (MRSA) strains with a 23S rRNA mutation
Figure 1 The characters of two E. coli strains. (a)Drug susceptibility. (b)
PFGE-XbaI patterns. (c)PFGE-S1 patterns. (d)Southern-blot with blaNDM
probe of (c). (e) Comparative sequence analyses.
